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Milestone 2 Pre-lab Assignment
What should we use: peak heights or integrated peak areas for quantitative analysis of chromatograms?
[bookmark: _GoBack]Example: quantification of 2,3- dimethyl pyrazine standards
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Concentration (± uncertainty) = 
Peak area = 31.70 counts min-1
Concentration + uncertainty = 
= 52.449 uM
Concentration - uncertainty = 
= 57.771 uM
Peak height = 4452 counts
Concentration + uncertainty = 
= 45.799 uM
Concentration - uncertainty = 
= 45.556 uM
Quantifying the concentration of the analyte using the peak height gives a value that is not significantly differently when the uncertainty is added or subtracted indicating it is the more reliable way of quantifying the analyte. Using peak area has a higher uncertainty thereby making the values to be significantly different when the uncertainty is added or subtracted from the concentration of the analyte.
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